In the title compound, [Cu(NO 3 ) 2 (C 8 H 9 N 3 ) 2 ], the Cu II atom, lying on an inversion center, has a distorted octahedral coordination environment defined by four N atoms from two chelating 2-aminomethyl-1H-benzimidazole ligands and two O atoms from two monodentate nitrate anions. In the crystal, N-HÁ Á ÁO hydrogen bonds link the complex molecules into a three-dimensional network. An intramolecular N-HÁ Á ÁO hydrogen bond is also observed.
Related literature
For the synthesis of the 2-(2-aminomethyl)benzimidazole ligand, see : Pascaly et al. (2001) . For the structures and properties of transition metal complexes with 2-(2-aminomethyl)benzimidazole ligands, see: Gable et al. (1996) ; Gó mez-Segura et al. (2006) ; He et al. (2003) ; Jiang et al. (2004) .
Experimental
Crystal data [Cu(NO 3 
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. ligand is a suitable model system for compounds of this sort, which is a bidentate ligand and can chelate a 3d metal ion through two nitrogen atoms of the pendant aminomethyl group and the imidazole ring (Gable et al., 1996; He et al., 2003; Jiang et al., 2004) . Moreover, AMBI possesses a larger conjugated π-system and a nitrogen electron-donor of the secondary amine group, which has an important effect on the structures and functions of the complexes. On the other hand, metalloproteins that contain Cu are widespread. Characterization of model Cu complexes that mimic Cu proteins has led to a better understanding of the chemistry of Cu in biological systems. A new copper(II) complex with AMBI, which is reported in this paper, may be of interest with respect to both of the above-mentioned areas.
In the title compound, as shown in Fig Table 1 , link the complex molecules into a three-dimensional network.
Experimental
The title compound was prepared by adding a methanol-water solution (4:1 v/v, 5 ml) of Cu(NO 3 ) 2 .3H 2 O (0.1 mmol) to a methanol solution (5 ml) of 2-(2-aminomethyl)benzimidazole (0.2 mmol) (Pascaly et al., 2001 
Computing details
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) .
Figure 1
Molecular structure of the title complex, with displacement ellipsoids drawn at the 30% probability level. 
Figure 2
The packing diagram viewed along the c axis. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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